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INTRODUCTION

Cattle rearing in Nigeria, like most African nations, are 
indeed a lucrative business because a lot of income 

is usually realized from it (Courage, 2016), but despite 
the lucrative nature of cattle business, it is considered a 
filthy business involving the illiterates. These illiterates do 
not know much about the need to vaccinate these cattle 
to keep them from infections neither do they maintain 

hygienic environment to avoid these infections. Most of 
these environmental infections are either bacteria or fungi, 
and they affect the stratum corneum of the skin (Mercer 
and Stewart, 2019). 

Cutaneous mycoses in cattle have become a great issue in 
the contamination of milk in developing countries. Cuta-
neous mycoses are mostly fungal infection of the stratum 
corneum. The stratum corneum is located on the epider-

Research Article

Abstract | Cattle routinely exposed to mycoses because of the poor hygienic practices in animal ranches that lead to 
the infection of the udder and this eventually transcends to contamination of milk. Cutaneous mycoses are mostly fun-
gal infection of the stratum corneum. The objective of the current study was to examine the cattle and cattle beddings 
for fungal organisms in correlation with that found in milk. Scrapings of fungal lesions from 302 cattle were examined 
alongside with samples of milk and sawdust beddings.  Culture, identification and characterization of isolates were 
carried out using standard methods.  Antifungal biogram was performed. Result showed that all the cattle and the 
bedding tested positive for fungi, while 41(82%) of the milk samples had fungal contamination. Rate of isolation from 
cattle, bedding and the milk was not significantly (P= 0.365) different. The distributions of various species within the 
bedding was significantly different (P= 0.001). Trichophyton mentagrophytes had the highest rate in the beddings (22%) 
followed by T. verrucosum (16%), while T. verrucosum had highest occurrence rate (24.2%) in cattle samples followed 
by the T. mentagrophytes (21.2%). Candida albicans was the most prevalent specie in milk (46.3%), followed by F. solani 
(31.7%). The correlation coefficient(r) in the bedding and the cattle was 0.695 (P>0.05), that of the cattle and the milk 
was 0.000 (P<0.05). The r value of the bedding and the milk was 0.322(P>0.05).  Fluconazole inhibited the growth of 
all the dermatophytes. Most of the isolates were resistant to Miconazole except T. mentagrophyte which showed 83.0% 
sensitivity. Contamination of the dairy likely resulted from contamination of the cattle bedding and infection of the 
udder. 

Keywords �| Mycoses, Cattle, Milk, Antifungal, Dermatophytes.

Veronica Ngozi Emenuga1, Clara Idara Eleazar2*, Seto Tunrayo Aladenika1   

Distributions of Cutaneous Mycoses in Cattle/ Dairy Contamina-
tions and Antifungal Susceptibility Pattern of Isolates

Received | March 07, 2022; Accepted | April 25, 2022; Published | July 01, 2022	 	
*Correspondence | Clara Idara Eleazar, Department of Microbiology, Faculty of Biological Sciences, University of Nigeria, Nsukka; Email: clara.eleazar@unn.
edu.ng
Citation | Emenuga VN, Eleazar CI, Aladenika ST (2022). Distributions of cutaneous mycoses in cattle/ dairy contaminations and antifungal susceptibility 
pattern of isolates. J. Anim. Health Prod. 10(3): 330-336.
DOI | http://dx.doi.org/10.17582/journal.jahp/2022/10.3.330.336
ISSN | 2308-2801

Copyright: 2022 by the authors. Licensee ResearchersLinks Ltd, England, UK.
This article is an open access article distributed under the terms and conditions of the Creative Commons Attribution (CC BY) license (https://creativecommons.
org/licenses/by/4.0/).

1Department of Medical Laboratory Sciences, Faculty of Health Sciences and Technology University of Nigeria, 
Enugu Campus; 2Department of Microbiology, Faculty of Biological Sciences, University of Nigeria, Nsukka.

http://dx.doi.org/10.17582/journal.jahp/2022/10.3.330.336
crossmark.crossref.org/dialog/?doi=10.17582/journal.jahp/2022/10.3.330.336&domain=pdfdate_stamp=2008-08-14


      Journal of Animal Health and Production

September 2022 | Volume 10 | Issue 3 | Page 331

mis, and it is composed of proteins, amino acids, lipids, car-
bohydrates and trace elements suitable for dermatophyte 
growth (White et al., 2014). The stratum corneum is made 
up of keratin which most microorganisms cannot use for 
nutrition. Candida albicans and the dematophytes produce 
keratinase which hydrolyses this keratin and facilitates the 
growth of these fungi on the stratum corneum (Mercer 
and Stewart, 2019).

These fungi are saprophytes, feeding on dead or decaying 
material;  they thrive in warm and moist humid environ-
ment but may also survive directly on the outside of hair 
shaft and produce mycotoxins. These are toxic fungal me-
tabolites which have been noted to curse serious ringworm 
infection associated with food and farming systems for 
both human and animals worldwide (Pui-Liew and Mo-
hd-Redzwan, 2018). These fungal infections are common 
where sanitary conditions are poor and within crowded en-
vironment like the animal beddings and on the warm skin 
of the cattle while lying on its beds. They are transmitted 
by direct contact with infected host (human or animals) or 
by indirect contact with infected exfoliated skin/hair and 
fomites including animal beddings (Baumgardner, 2017). 
They can remain viable in our environment for up to two 
months. There is an increased susceptibility to infection 
when there is a pre-existing injury to the skin such as scars, 
burns warm temperature and humidity. The animal in the 
ranch get infected via the contaminated animal beds when 
they lay on their abdomen. The contaminated udder gets 
infected and during the milking process, the milk gets 
contaminated as a result of unhygienic process of milking 
(Seker, 2010).

In Africa consumption of milk and milk products is greatly 
influenced by traditions and cultures. More milk products 
go through informal markets or is consumed on the farm 
in unpasteurized form (Park, 2013).  Also, the nomads who 
rear cattle often consume a lot of the raw milk, unpasteur-
ized milk from these animals, which can be dangerous to 
health. The objectives of this research study were to inves-
tigate the rate of cutaneous mycotic infection of cattle by 
various fungi agents and to elucidate the source of fungal 
contamination of cattle milk.

MATERIALS AND METHODS

Study Area
The study was carried out in Enugu State in the eastern 
part of Nigeria. The state shares boundaries  with Abia and 
Imo states to the south, Ebonyi State to the east, Anambra 
State to the west, Benue State to the northeast and Kogi 
State to the northwest (Enugu State 2022). It is located at 
6o30’ North of the Equator, and 7o30’ east of the Latitude. 
Enugu State had a population of 3,267,837 people at the 

census held in 2006 (estimated at over 3.8 million in 2012). 

Sampling
The 302 female cattle were randomly selected from the 
four market locations and ranges within Enugu. The ages 
of the animals were from 2 – 48 months. Ethical approval 
was provided by the Ministry of Agriculture within the 
State and the cattle owners signed informed consent forms 
before samples were collected. 

The method used in sampling was as described by Anu-
pama (2017). The skin from affected site was thorough-
ly sponged with 70% ethyl alcohol to remove the surface 
contaminants, and allowed to dry, the skin scrapings along 
with hairs collected aseptically with the help of sterilized 
scalpel from the margins of the active lesions from the 
female cattle as shown in Figure 1 and 2. The scrapping 
were collected onto a clean carbon paper and the scrapped 
samples. Milk samples were collected by using clean teat 
tips cleaned by swab soaked with 70% alcohol and allowed 
to dry. After pressing out and discarding the first drops 
of milk, 3-5 ml of the milk samples were collected into 
sterile glass flasks. The skin scrapings along with the fresh 
milk samples gotten from the animals and the animal bed-
ding samples were taken to the laboratory for analysis. 
The media used were Sabouraud Dextrose Agar (Antec 
Dignostic Product, United Kingdom) plus 5mg Chloram-
phenicol and 0.5mg Cyclohexamide and Nutrient Agar                                                                                                                                             
from Difco Laboratories, Detroit.  The culture media were 
prepared according to manufacturer’s directives. 

Culture and Isolation
Culturing of samples was carried out in triplicates on Sa-
bouraud Dextrose Agar. This was done according to the 
modified method (Basu et al., 2015). The skin scrapings, 
the milk and the animal bedding samples collected, were 
all cultured into a freshly prepared Saboraud Dextrose 
agar containing 5mg/dl of Chloramphenicol called (S+C) 
and another Saboraud Dextrose agar containing 5mg/
dl of Chloramphenicol and 0.5mg/dl of Cyclohexamide 
(S+C+A), by partly submerging the samples into the agar 
to about 0.5cm deep. The cultures were incubated at 280c 
for 1 week and examined every 3 days for growth. Slide 
cultures were done using Sabouraud Dextrose Agar, seed-
ed with pure cultures to determine further characteristics 
of the isolates (Alsohaili and Bani-Hasan, 2018). A germ 
tube was done on Candida species for species identifica-
tion of the Candida isolates.

Direct microscopies were carried out using the modified 
method (Alsohaili and Bani-Hasan, 2018).  Lactophenol 
cotton mount was done on the different fungal growths 
and bacteriological gram staining was also done for proper 
identification of some of the isolates (Harrington et al., 
2007).
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Table 1: Number and percentage prevalence of numerous fungal organisms in cattle skin, bedding and milk samples
Isolates Animal bedding

(50  samples) 
Cattle                     Milk                 
(302 samples)   (50 samples)   

Trichophyton verrucosum 
Trichophyton soudanense  

8 (16.0%)
2 (4.0%) 

73(24.2%)       1(2.4%)	
4(1.3%)            2(4.9%)	              

Sporothrix schenchii 2 (4.0%) 56(18.5%)        0 (0.0)                    
Trichophyton mentagrophytes 11(22%) 64(21.2%)        2(4.9%)             
Microsporum gypsum 1(2.0%) 0(0.0)                0(0.0)
Fusarium solani 6 (12.0%) 35(11.6%)       13 (31.7%)        
Candida albicans 7 (14.0%) 26(8.6%)          19 (46.3.0%)        
Geotricum candidum 4(8.0%) 9(3.0%)            2(4.9%)             
Aspergillus niger 7 (14.0%) 31(10.3%)        2(4.9%)            
Trichophyton megnini 2 (4.0%) 4(1.3%)            0(0.0)                     
Total 50 302                     41        
P value                              0.001  0.061              0.77
Std. dev 3.29983  3.86671          6.48845
Std. error of mean 1.04350  1. 03342        2.05183

Table 2: Zones of inhibition (mm) of fungal isolates against four conventional Drugs
Conc. of 
drug

T.verrucosum  T. 
mentagrophyte

T. soudanense T. megnini S. schenckii F. solani C. albicans G. candidum A. niger 

Fluconazoles
200mg 10 13 9 13 8 15 19 21 8
100mg 9 10 5 11 6 10 11 16 7
50mg 3 7 2 9 2 6 6 15 2
Ketoconazole
200mg 6 7 7 10 12 10 9 10 8
100mg 3 5 3 6 10 7 7 6 4
50mg 1 2 1 5 4 6 2 5 2
Miconazole
200mg 6 12 9 4 4 7 6 8 6
100mg 5 11 5 3 3 6 3 5 4
50mg 2 7 2 0 3 2 2 3 2
Grisofulvin
500mg 0 0 0 0 0 1 2 2 2
200mg 0 0 0 0 0 0 1 0 1
100mg 0 0 0 0 0 0 0 0 0
50mg 0 0 0 0 0 0 0 0 0

Susceptibility Testing
Susceptibility testing was done by modified agar well dif-
fusion technique (Nett et al., 2015). The National Com-
mittee for Clinical Laboratory Standards (NCCLS, 1998) 
for antifungal susceptibility testing of yeast and conidi-
um-forming filamentous fungi was used. The drugs used 
were Fluconazole, Ketoconazole, Miconazole and Gri-
sofulvin. A few drops of sterile normal saline were poured 
onto the surfaces of mature fungi cultures and the surfaces 
were scrapped with a sterile pipette tip and allowed to mix 

and form a suspension. The hyphae in the suspensions were 
filtered off using sterile gauze. The agar surface was inocu-
lated by the cell suspension which was adjusted to the tur-
bidity of a 0.5 McFarland standard and was spread evenly 
over the surface. The agar was seeded with 0.1ml of stand-
ardized inoculum and was allowed to set. A total of 5 wells 
of 5mm diameter each were bored in the agar by sterile 
cork-borer. The drugs were each diluted from 200mg/ml to 
50mg/ml. For Grisofulvin, the dilution was from 500mg/
ml. Two drops of each of the diluted drugs were put into 
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each of the wells. The plates were left for 1hour at room 
temperature for proper diffusion of the drugs before in-
cubating, which was done at 280c for 3 days. The zones of 
inhibition were measured and the average for each fungus 
species was recorded.

Statistical analysis  
The Statistical Package for Social Sciences (SPSS) soft-
ware version 21.0 was used for data entry and analysis. The 
validity of data collected was ensured by double entry and 
random checks for errors. Descriptive statistics and use of 
tables was applied to compute the data and using one sam-
ple T-test and paired sample statistics. Correlation coeffi-
cients (r) were also determined.  Standard deviation and 
standard error of mean were also considered.  The confi-
dence interval was 95% for significance and prevalence (P 
< 0.05).

RESULTS 

Cutaneous fungal infection was most prevalent (36.7%) in 
the older animals’ ages 37 to 48 months and also in very 
young ones (2-12 months) at the rate of 29.1%. Ages 13-
24 months and 25 to 36 months had fewer infections of 
7.0 and 8.9 percentages, respectively (Figure 3). Fungal 
isolates were obtained from mostly the udder and skin of 
the cattle (Figure 1 and 2).  The prevalence of the infec-
tion at the udder was 65.1% and 34.9% on the skin. Other 
sites like face, head, foot, nails and rectal regions also had 
fungal growth. All the 302 (100%) cattle tested had fun-
gal growth, all the 50(100%) soil samples and 41(82%) of 
50 milk samples also had fungal growth. Trichophyton ver-
rucosum, Trichophyton  mentagrophytes, Microsporum gypse-
um,  Trichophyton  megnini, Sporothrix schenckii, Fusarium 
solani, Candida albicans, Geotrichum candidum, and Asper-
gillus niger, were the fungi isolated (Table 1). Trichophyton  
mentagrophytes had the highest rate in the beddings (22%) 
followed by T. verrucosum (16%). Candida albicans and A. 
niger were 14% each and F.  solani 12%. Trichophyton. Suda-
nese, S. schenckii and T. megnini each had 4%.  Only one iso-
late of Microsporum gypseum was recorded in the beddings 
sample. Trichophyton  verrucosum  and  T. mentagrophytes 
were more prevalent on the cattle, the rates was 24.2% and 
21.2%, respectively. Sporothrix schenckii was also prevalent 
(18.5%). Trichophyton soudanense and T. megnini, however, 
were isolated at the rate of 1.3 % each. Fusarium solani, A. 
niger C. albicans and Geotrichum candidum recorded 11.6%,  
10.3%, 8.6% and 3.0% respectively.  Candida albicans was 
the most prevalent in milk (46.3%), followed by F. solani 
(31.7%).  T. soudanense, T. mentagrophytes, Geotrichum can-
didum and Aspergillus niger were all isolated at the rate of 
4.9% each. There was only one isolate of T. verrucosum and 
no S. schenckii and T. megnini isolated from milk.  Almost 
all the fungal isolates seen in the animal bedding samples 

were also isolated from the cattle and the milk, but there 
was no significant difference (P=0.365) in the prevalence 
of infection/contamination in cattle, bedding and milk 
samples. The distributions of the fungi in the cattle was 
not significantly different (p= 0.061) but was there was sig-
nificant difference among those isolated from the beddings 
(P= 0.001). The correlation coefficient of the fungi in the 
beddings and the cattle was 0. 695 (P>0.05).  However, 
there was no significant difference in the distribution of 
different fungi isolates within the milk (P=0.77). The cor-
relation coefficient of the cattle and the milk was 0.000 
(P<0.05). The correlation between the beddings and the 
milk was 0.322 (P>0.05).  

Figure 1:  Fungal lesions at the udder of a cow.

Figure 2: Fungal lesions on the glaborous skin of a cattle.

The antifungal biogram displaying the zones of inhibition 
pattern is shown in Table 2 and the susceptibility rates of 
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the fungal isolates are shown in Figure 4. Fluconazole was 
mostly sensitive against G. candidum and C. albicans (95% 
and 92.0%, respectively) and also highly sensitive against 
most of the T. mentagrophyte and the Fusarium solani.  
Fusarium solani showed 82.0% sensitivity to Ketoconazole. 
Most of the isolates were resistant to miconazole except T. 
mentagrophyte which showed 83.0% sensitivity. The sensi-
tivity rate to miconazole drug ranged from 10.0% to 35.0% 
for all the other isolates. Grisofulvin antifungal was resist-
ed by all the dermatophytes and almost all the non-der-
matophytes. 

Figure 3: Rate of Occurrence of the Fungal Skin lesions in 
Animals by Age

Figure 4: Rates of Susceptibility of the fungal isolates to the 
Antifungal Drugs. Flu: Fluconazole; Keto: Ketoconazole; 
Mico: Miconazole.

DISCUSSION

The research study screened cattle ranches and markets in 
the South Eastern zone of Nigeria and was able to deduce 
that the infection was more prevalent with animals in the 
ranches than those in the cattle markets. The reason for 

this may be that the animals in cattle ranches are exposed 
to cuts and bites, which often become an easy entrance for 
fungal spores. The ranches are usually sited inside the bush 
so as to avoid traffic obstruction and destruction of some 
farm crops by the animals, but the humid environment in-
side the forest enhances the propagation and transmission 
of fungal infections, hence the high prevalence of these in-
fections (Kazemian et al., 2019). In Nigeria, findings have 
revealed that fungal diseases having zoonotic potential lack 
sufficient attention. This demonstrates that fungi have yet 
to be recognized as major causes of morbidity and mor-
tality in the country’s animals and humans (Adebiyi and 
Oluwayelu, 2018).

The site of the body that was mostly colonized by the fungi 
was the udder. This could be as a result of constant lying on 
their abdomen and because of the geophilic fungi present 
in the soil, and they easily get infected via the soil (animal 
bedding). Not only were the udders infected, but so was 
the milk produced by them. Milk obtained from animals 
is supposed to be sterile if milking is done aseptically, but 
due to the lack of a mechanized and hygienic method of 
milking, nomads who are unaware of the dangers associ-
ated with the consumption of contaminated milk do the 
milking un-hygienically. High prevalence was also seen on 
the glabrous skin. This is because it is the largest exposed 
area of the body that makes contact with contaminated 
formits and with the other infected animals, hence it gets 
infected easily. In Ningxia, China, the clinical signs of cat-
tle with dermatological diseases were similar. The lesions 
were mainly found on the neck, head, face, and trunk (Guo 
et al., 2020). The distribution rates of infections among 
the various age ranges of the animals shows that younger 
animals and very old animals get infected easily, probably 
because of their low immune status, also showing that im-
munity increases with animal age and declines as the age 
advances (Montecino-Rodriguez et al., 2013).

This study also revealed a high prevalence of T. menta-
grophytes and T. verrucosum over the other dermatophytes 
among the animals and in the soil. Pal et al. (2006) also 
found out that T. verrucosum was primarily the cause of der-
matophytosis in cows. In Nigeria, Adebiyi and Oluwayelu 
(2018) discovered that T. verrucosum was the predominant 
dematophyte in cattle, which could cause zoonotic disease 
in man. Dalis et al. (2019) also discovered that the T. ver-
rucosum was more frequently isolated (54.2%) than the T. 
mentagrophytes (45.8%). This shows that the Trichophyton 
species are one of the causal agents of the cutaneous fungal 
infection and that it is communicable. The research con-
ducted by Dalis et al. (2014) also showed T. verrucosum and 
T. megnini as major causes of dermatophytosis in cattle. In-
fection caused by Trichophyton verrucosum (T. verrucosum), 
Trichophyton rubrum, Trichophyton mentagrophytes, Tricho-
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phyton simii, and Microsporum gypseum has been frequent-
ly reported (Papini et al., 2010; Hameed et al., 2017). In 
fact, workers’ zoophilic infections caused by Trichophyton 
rubrum are common because they are in direct contact with 
infected cattle (Papini et al., 2010). Fusarium species also 
had a high frequency of occurrence in this study. This has 
been linked with opportunistic infections, allergic diseases. 
Isolation of Fusarium can be linked to the dirty environ-
ment where the animals are kept because of its biodegra-
dation effect (Qazi et al., 2014). 

The 38.0% occurrence of Candida species in this research 
coincided with similar work which recorded the isolation 
of Candida species up to 38.0% and Aspergillus species up 
to 14.4% from animal milk ( Jimenez et al., 2018). Geotri-
chum candidum was also isolated most often in this study. 
It is not unusual because, according to Meena et al. (2017). 
Geotrichum candidum is one of the fungi mostly linked 
with the dirty environment.  It was observed that among 
these fungi, Aspergillus, Fusarium, and Penicillium species 
are significant in that they produce mycotoxins which can 
possibly lead to serious health hazards in some individ-
uals (Pal, 2014). That similar fungi isolated from the soil 
were obtained from the milk with no significant difference 
indicates that the milk was most likely infected by soil 
isolates. However, in this study, there was no significant 
correlation between isolates found in the soil (bedding) 
and those found in the milk (P > 0.05). The bedding and 
milk correlation coefficient (0.322) was not significant. It 
is well known that the natural habitat of most fungi is the 
soil, so it is not surprising that this is the source of these 
milk infections. However, in this study it is interesting to 
note that there was a significant correlation between the 
contamination of the beddings and the cattle mycotic 
infection (P<0.05), showing that the infection was most 
likely transmitted from beddings to the cattle. These fungi 
pose a health hazard to those consuming the contaminated 
milk, because these fungi do release aflatoxins as their fun-
gal metabolites inside the milk, and these aflatoxins pose 
health problems when consumed.

The antifungal biogram in this study revealed that flucona-
zoles were more effective against most isolates than the 
other antifungal drugs and could inhibit the growth of all 
dermatophytes. Tsunemi, (2016) recorded a similar result. 
This high activity of fluconazole above ketoconazole and 
miconazole recorded in this research was similarly report-
ed as effective against fusarium isolates from both human 
and non-human plant sources (Udoh et al., 2019).
 
CONCLUSION 

The unhygienic environment in the cattle ranch lead to the 
fungal contamination of the animal beddings transcending 

to the fungal infection of the animal udder and other parts; 
hence the contamination of the cow milk when the milk-
ing is un-hygienically done. It is therefore recommend-
ed that antifungal agents be used to fumigate the animal 
ranches, animal beddings and treat the fungal infections 
of the animals often. It is also important to introduce and 
practice hygienic milking processes and adequate pasteur-
ization of milk before consumption, all these will help to 
reduce the contamination of milk to the barest minimum 
or even eliminate contamination completely.

conflict of interest

No conflict of interest.

novelty statement

The research work is original and unique.

authors contribution

Veronica Ngozi Emenuga: Conceived the idea of the re-
search work, collected samples and took part in the labo-
ratory analyses. Seto Tunrayo Aladenika: Took part in the 
laboratory analyses. Clara Idara Eleazar: Carried out the 
statistical analyses, proof read, arranged, corrected and ed-
ited the manuscript.

REFERENCES 

Adebiyi A.I., Oluwayelu D.O (2018).  Zoonotic fungal diseases 
and animal ownership in Nigeria. Alexandria J. Med. 54(4): 
397–402

Alsohaili SA, Bani-Hasan MB (2018). Morphological and 
Molecular Identification of Fungi Isolated from Different 
Environmental Sources. Jordan J. Biolog. Sci., 11(3): 329-
337. 

Anupama  A (2017). Isolation and Identification of Dermatophytes 
from Clinical Samples. Int. J. Curr. Microbiol. Appl. Sci. 6(11): 
1276-1281. https://doi.org/10.20546/ijcmas.2017.611.152

Basu S, Bose C, Ojha N, Das N,   Das J,  Pal M and Khurana 
S (2015). Evolution of bacterial and fungal growth 
media. Bioinformation. 11(4): 182–184.  https://doi.
org/10.6026/97320630011182 

Baumgardner DJ (2017). Fungal infections from human and 
animal contact. J. Patient-Centered Res. Rev. 4(2): 78–89.   
https://doi.org/10.17294/2330-0698.1418 

  Courage SO (2016). Cattle Farming/Rearing in Nigeria (how to 
start & make  money). African Business Classroom. https://
www.africabusinessclassroom.com/cattle-farming-business-
nigeria/

Dalis JS, Kazeem HM, Kwaga JKP, Kwanashie CN  (2014).  An 
outbreak of ringworm  in cattle caused by Trichophyton 
verrusosum in a group of calves in Vom, Nigeria. African J. 
Microbiol. Res. 8(8): 783-787.

Dalis J.S, Kazeem H.M, Kwaga J.K.P, Kwanashie C.N (2019).

https://doi.org/10.20546/ijcmas.2017.611.152 
https://doi.org/10.6026/97320630011182
https://doi.org/10.17294/2330-0698.1418
https://www.africabusinessclassroom.com/cattle-farming-business-nigeria/ 
https://www.africabusinessclassroom.com/cattle-farming-business-nigeria/ 
https://www.africabusinessclassroom.com/cattle-farming-business-nigeria/ 


      Journal of Animal Health and Production

September 2022 | Volume 10 | Issue 3 | Page 336

Prevalence and distribution of dermatophytosis lesions on 
cattle in Plateau State, Nigeria. Vet. World. 12(9): 1484–
1490.  https://doi.org/10.14202/vetworld.2019.1484-1490

“Enugu | state, Nigeria | Britannica”. www.britannica.com. 
Retrieved 16 February 2022.

Guo Y,  Ge, S,  Luo H, Rehman A, Li Y, He S (2018). Occurrence 
of Trichophyton verrucosum in cattle in the Ningxia Hui 
autonomous region, China. BMC Vet. Res. 187(16):2-9 

Hameed K, Riaz CF, Nawaz MA, Sms N, 
Grãser Y, Kupsch C. (2017). Trichophyton 
verrucosum infection in livestock in the chitral district of 
Pakistan. J. Infect. Develop. Count. 11:326–33

Harrington A,   McCourtney K,    Nowowiejski D,   Limaye A 
(2007). Differentiation  of Candida albicans from non-
albicans yeast directly from blood	 cultures by gram 
stain morphology.  Euro. J. Clin. Microbial  Infect. Dis. 26(5): 
325-329.  https://doi.org/10.1007/s10096-007-0291-7 

Jimenez SN, Garcia-Mier GL,  Garcia-Trejo JF, Ramirez XS, 
Gomez RG. Guevara –G,  Feregrino-Perez AA (2018).  
Fusarium Mycotoxins and Metabolites that Modulate Their 
Production. In book: Fusarium - Plant Diseases, Pathogen 
Diversity, Genetic Diversity, Resistance and Molecular 
Markers. http://dx.doi.org/10.5772/intechopen.72874

Kazemian N, Pakpour S, Milani AS, Klironomos J (2019). 
Environmental factors influencing fungal growth on gypsum 
boards and their structural  biodeterioration: A university 
campus case study 14(8): 22-55. https://doi.org/10.1371/
journal.pone.0220556.

Park Y.W, George F.W, Haenlein D (2013).   Production System 
Aroound the World.  Milk and Dairy Products in Human 
Nutrition. John Wiley & Sons Ltd Publication. Pp. 1–30. 
https://doi.org/10.1002/9781118534168.ch

Meena S, Singh S, Dabas Y,  Rajshekhar,P and  Xess I ( 2017). 
Geotrichum candidum in Infective Endocarditis.  J. Global 
Infect. Dis. 9(3): 127–128. https://doi.org/10.4103/jgid.
jgid_112_16

Mercer DK, Stewart CS (2019). Keratin hydrolysis by 
dermatophytes. Med. Mycol. 57(1): 13–22. https://doi.
org/10.1093/mmy/myx160.

Montecino-Rodriguez E, Berent-Maoz B, and Dorshkind K 
(2013). Causes, consequences, and reversal of immune 
system	 aging. J. Clin. Investigat. 123(3): 958–965. 

https://doi.org/10.1172/JCI64096
National Committee for Clinical Laboratory Standards (1998). 

Reference method for broth dilution antifungal susceptibility 
testing of conidium-forming filamentous fungi. Proposed 
standard. NCCLS document M38-P. Wayne, Pa: National 
Committee for Clinical Laboratory Standards.

Nett JE, David R, Andes DR (2015). Antifungal Agents Spectrum 
of Activity, Pharmacology, and Clinical Indications. Infect. 
Dis. Clin. North America.  30(1):51-83. https://doi.
org/10.1016/j.idc.2015.10.012.

Pal M (2014). Spoilage of Dairy Products due to Fungi. Beverage 
Food World. 41: 37-38

Pal M, Patil DB, Kelawala NH, Parikh PV, Barvalia PV (2006). 
Chronic generalized trichophytosis in an adult cattle. Indian 
Vet. J. 83(5): 546-547.  

Papini R, Nardoni S, Fanelli A, Mancianti 
F (2010) High infection rate of 
trichophyton verrucosum in calves from Central Italy. 
Zoonoses Pub. Health.56:59–64

Pui –Liew WP, Mohd-Redzwan S (2018). Mycotoxin: Its 
Impact on Gut Health and Microbiota: Frontier Cellul 
Infect. Microbiol. 60(8): 33-39. https://doi.org/10.3389/
fcimb.2018.00060

Qazi MA, Kanwal T, Safia MJ, Fatima NA (2014). “Fusarium 
biodegrader” Biotechnol. Progress. 30:1065–1075. 

Şeker E (2010). Identification of Candida  species isolated from 
bovine mastitic milk and  their in vitro hemolytic activity in 
western Turkey.  Mycopathologia., 169(4):303–308. https://
doi.org/10.1007/s11046-009-9255-z.

Tsunemi Y (2016). Oral Antifungal Drugs in the Treatment of 
Dermatomycosis. J. Med. Mycol. 57(2):71-75. https://doi.
org/10.3314/mmj.57.j71 

Udoh IP, Aladenika ST, Eleazar CI, Onyebueke EA, Azubuike 
NC, Chinonyelum N  et al, (2019). Antifungal properties of 
methanolic leaf extract of anacardium occidentale l (cashew) 
against fusarial isolates from human and plant origin. 
Pharmacologyonline. 30(1):117-135.

White TC, Findley K, Dawson TL, Jr., Scheynius A, Boekhout T, 
Cuomo CA, Xu J, and Saunders CW (2014). Fungi on the 
Skin: Dermatophytes and Malassezia.  Cold Spring Harbor 
Perspectiv. Med. 4(8):198-200. https://doi.org/10.1101/
cshperspect.a019802.

https://dx.doi.org/10.14202%2Fvetworld.2019.1484-1490
www.britannica.com 
https://bmcvetres.biomedcentral.com/articles/10.1186/s12917-020-02403-6
https://bmcvetres.biomedcentral.com/articles/10.1186/s12917-020-02403-6
https://bmcvetres.biomedcentral.com/articles/10.1186/s12917-020-02403-6
https://bmcvetres.biomedcentral.com/articles/10.1186/s12917-020-02403-6
https://doi.org/10.1007/s10096-007-0291-7
http://dx.doi.org/10.5772/intechopen.72874 
https://doi.org/10.1371/journal.pone.0220556 
https://doi.org/10.1371/journal.pone.0220556 
https://doi.org/10.1002/9781118534168.ch1
https://dx.doi.org/10.4103%2Fjgid.jgid_112_16
https://dx.doi.org/10.4103%2Fjgid.jgid_112_16
 https://doi.org/10.1093/mmy/myx160
 https://doi.org/10.1093/mmy/myx160
https://dx.doi.org/10.1172%2FJCI64096
https://doi.org/10.1016/j.idc.2015.10.012
https://doi.org/10.1016/j.idc.2015.10.012
https://dx.doi.org/10.3389%2Ffcimb.2018.00060
https://dx.doi.org/10.3389%2Ffcimb.2018.00060
https://doi.org/10.1007/s11046-009-9255-z
https://doi.org/10.1007/s11046-009-9255-z
https://doi.org/10.3314/mmj.57.j71
 https://doi.org/10.1101/cshperspect.a019802
 https://doi.org/10.1101/cshperspect.a019802

